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Abstract: The changes of microorganisms population, bacterial community structure and 2, 4-DAPG
producers community structure in rhizosphere soil of grafted watermelon [ Citrullus lanatus ( Thunb. )
Matsum. et Nakai ) plants were studied using the methods of microorganism culture, 16S rDNA PCR-RFLP
and phl D gene PCR-RFLP, respectively. The results showed that the bacterial and fungal population in
rhizosphere soil of grafted watermelon was increased and that of the actinomyces population was decreased;
the grafted watermelon had one similar main 16S rDNA genotype in rhizosphere soil with the non—grafted
watermelon, although the grafted watermelon with different stock had their unique 16S rDNA genotypes
different from non—grafted watermelon; the grafted watermelon had different main 2, 4-DAPG producers
phl D genotypes from non—grafted watermelon.
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snAf ) AE5 P ( Lagenaria siceraria ( Molina ) Standl. ) fiff PH1/PH16, ¥ #7714 &\l 2= B
G et . VOIS ZE 0N ( Fusarium oxysporum f. sp. niveum ) A2 H/NFf 1 (Race 1) 1EN
HERR . AR RE R AR SRS T AN 0 oy B A S, 5T~ I 21 55 37 3 F T 0 19 0 5
AR, R SRR TR 1 s B R SR RO AT, 2002 ),
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Solana Beach Calif, USA ), HAR#EAE WU 45, $RIRAY DNA R/ ST 0.8 % 3R b
M HEL VKA TR
1.5 #RERZAE PCR-RFLP 447

M4 Martin—Laurent 25 (2001 ) #3407 16S tDNA B2 KGH (£ 1), 51¥H FiEA T4
TRHEARRSARAE G U RNAE 50 pLIARRPHTT, K& 1 wL (25 20ng) DNA FESL,
1.5 mmol *+ L' MgCl,, 025 pmol « L IES 54, 400 wmol - L™ dNTPs, 1 U Tag DNA R4& & 1
fEH N BB P . OWFERE M 94 CZ8PE 3 min, 94 CZ8PE 1 min, 55 °CiBK 1 min, 72 °CZEfH
1.5 min, 330 MEH, )5 72 CIHEM 5 min, PCR =K 2] 1.5 kb, PCR NS R G, 717
Yisad 1 %BE bR B R R TR o R RSk Y B A R BEH G S B R R BR A
FRF S T VI alifk . 4lifb)5 9 PCR 7245 PMD19-T vector ( Takara 23] ) ##ad #, AR5
ek TG RZ UMM, PeHCH B0k FHME o e . K 0 18 2 /9 FEPE SR ok DNA, B 0.5 p L
SRR, R M13 595547 PCR P73, Frfs PCR =¥ Hinf 1 F1 Hae I 5 F B il 14 P9 U1 il
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PEE X T2 B E S0 E AR, A HSRTE TRl — 405 16S rDNA PCR-RFLP JE[H AU, X [H]
— LR SRR AT SR, IE A R P R

1.6 WERHEE 2,4-“ZEBEBER (2,4- %1 PCR-RFLP %45 F3|%

DAPG ) =4 PCR-RFLP 5} 7 T A0 (5 _3)
H4E McSpadden Gardener 5% (2001) &3l 27¢ 5" —AGA GTTTGA TCM TGG CTC AG-3"
2, 4-DAPG F=LE ) phl D 3EH 5|4 B2BF/BPR4,  1492r 5" ~TAC GGH TAC CTT ACG ACT T-3'
PCR R AR 60 °C. F R WK 2 600 bp. "2 5" —AGAGTTTGATCMTGGCTCAG-3
BPR4 5' _TACGGHTACCTTACGACTT-3'
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H3# 1 Biodap ( Biodiversity data analysis package ) #4347 43H7 o
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Tz
VFZ I 80, P 3 4 A 1) 38 500 6B AT ( Pseudomonas fluorescens ) 41— iE )
KA (Weller et al., 2007 )o ZGREFMIAT FUZE— IS A7 7 T R A fEY), T2 — 2 H B AR
FAIHFE A0 . Ho, 7242 2, 4-DAPG RYZEGAR A AT T 0 400 ) 4% 26 4% s B 4 1 EE A9 /R H
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